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Microbiological Schemes
- E. coli (MPN/g),
- S. aureus (MPN/g)

Pooled SD

Microbiological Schemes
- Coliforms (Ten 10-mL Portions
are used) (MPN/100mL)

Robust Standard Deviation, s*

(Sufficiently Homogeneous)

Expand the Criterion

Expand the Criterion

(Sufficiently Stable)
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131 Homogeneity, Stability wazn1sa1uIe Z- Score wsa Z - Score)
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Homogeneity

Stability

Z- Score ise Z - Score

Chemical Schemes

- NaCl (Tuna in Brine)

- Moisture (Granular Feed)

- Protein (Granular Feed)

- Crude Fiber (Granular Feed)
- Acidity

- NaCl (Baby Corn in Brine)

- Free Fatty Acid

- Moisture (Flour)

% Pooled RSD

Chemical Schemes
- pH

- “Brix

- lodine Value

Pooled SD

Chemical Schemes

- Oxolinic Acid
- Chloramphenicol

General Model
ANUIEUAT
MNEUNTT Horwitz

Chemical Schemes

- Protein (Meat Product)

Robust Standard Deviation, s*
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(Adequately Homogeneous)
or

Expand the Criterion

(Sufficiently Homogeneous)

[¥1- ¥2|< 0.30,,

(Adequately Stable)
or

Expand the Criterion

(Sufficiently Stable)
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