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Jolae ununnageuaIE g BheuinsvesuftRnng gnamnssusimunyailSiieanituems
N13UsEUNeERRdTUNSIALUSUNTUNATUAMNTIUIYAUYATIINUTIUTUI (Quantitative)
(ATnN13AUIULA1 O, N15UT2LIU Homogeneity, Stability wazn1sa1uans Z- Score 3o Z - Score)

pr
S19N1SNAEDU (W28) fin Oyt Homogeneity Stability Z- Score #3v Z - Scorer
Microbiological Schemes 0.3logy,
- CFU/g and CFU/mL (Retrospective Data)
Microbiological Schemes Xj = Xpt
_Coli - Z- Score= ————
Coliforms (MPN/g), 0.5l08, 5030, |¥1- ¥2|< 030, Opt
- V. parahaemolyticus (MPN/g), .
_ Coliforms (Five Tubes are (Retrospective Data) (Adequately Homogeneous) (Adequately Stable)
used per Dilution) (MPN/100mL)
. . . or or
Microbiological Schemes Xi = Xpt
, 4 e
- E. coli (MPN/g), Pooled SD Expand the Criterion Expand the Criterion Z" Score 02 u2 Xy
- S. aureus (MPN/g) pt T ( p )
Microbiological Schemes (Sufficiently Homogeneous) (Sufficiently Stable)
- Coliforms (Ten 10-mL Portions
Robust Standard Deviation, s*
are used) (MPN/100mL)
- S. aureus (CFU/100mL)

U8R 1. A1 Assigned Value Xo \Wuaadsnnuanaaeuvasidnsiulusunsy fdwaalagds Algorithm A AiusInsgIL ISO 13528: 2015

2. feyarenunavesiinTlsunsunaaeuanudnyninomnedydnuel < vise > glitmussiliudn Z- S core vive Z- Score

3. Wsunsumesounudwaugadaanet A X; | Xpt , Opt uaz U(Xpt) wannsudasaavuuhuduasni3fiugiu 10 (log,)

4. »* Yszifiunalaeld Z% Score ionan1susziliu Homogeneity e Stability laikunausiniseeusu (Sufficiently Homogeneous or Stable)

vizo U(Xpt) =03 Opt

n13UszliunanN  Maaa U IMTUN5INLUSUNTUNARUAMNYILIYAIURRTIINGUTIAUAN (Qualitative)

319N INAFY (¥78) Homogeneity Stability nsUszifiunanmageuANgIUILY
Microbiological Schemes 1. fhegs Positive AmsITnUT | nadouLani1zfiegne Positive | 1. nan1sUszifiu “diu” Wegidrsiuvhnismegeu
(Detected/ Not Detected) 10 mvgw U 5 678819 feansanuna 5 | lagndesmudiimvun yndiegns

2. $hetha Negative Aosmsaaliny | F29819

OO NS 2. wan1sUseidiu “liiw”  Wegidngiminnimegeu
14 10 F9E1
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131 Homogeneity, Stability wazn15a U Z- Score 3o Z - Score)

Nfi
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NSV NUNSERREIUTUNITIALU SN TUNATDUAMUTIUIYAULAL (3'§miﬁﬂmzuﬁﬂ0'pt, Ansuse
$18N15NAEDU (W2e) fin Oyt Homogeneity Stability Z- Score %39 Z - Score *

Chemical Schemes
- NaCl (¢/100g)
- Moisture (g/100g)

- Protein (g/100¢) % Pooled RSD
- Acidity (as Citric Acid Anhydrous) o Foote 5s<0.3 Opt [¥1- 72|03 Opt Xi = Xpt

(/1009) (Ad tely H ) (Ad tely Stable) 7 Seore = O-p 4
- Free Fatty Acid (as Oleic Acid) caHately Homoseneots caHately St

(/100g) or or
Chemical Schemes X;i-X

H / OB i . . . . Z/ S — 1 pt

-p . rix Pooled SD Expand the Criterion Expand the Criterion - Dcore > > x

- lodine Value - - O+ U ( Pf)
(Sufficiently Homogeneous) (Sufficiently Stable)

Chemical Schemes General Model

- Oxolinic Acid (mg/kg) AUIAN
- Chloramphenicol (pg/kg) INAUNTS Horwitz
waBIWe 1. A1 Assigned Value (X)) WuAnadeanuanaaouveidnsaulusunsy fduinlngds Algorithm A AusnsgIu ISO 13528: 2015

2. #* Ysifiunalaeld 2% Score \lonanisusziiu Homogeneity %38 Stability Tiiunasin1seensu (Sufficiently Homogeneous or Stable)

138 U(Xpt) 203 Gpt

naeinmsusmiuanuansagidrstumagauaudiungy Sinusiaeil

1. Wsunsun1snagausBeusuia (Quantitative)
'3 a o }24 o a v G '
NUTINTITUTZAUNANSNATUANNTIUIYAIUYaTIIN AL LY Z-Score W3a Z'-Score

2. Wsunsun1smagauLBennIn (Qualitative)
DMANINAGOUADAAABINU Assigned Value wsnefiy “W1u” (S; Satisfactory)

wan1svadeulidenmasiu Assigned Value wisnefie “lair1u” (NS; Not Satisfactory)

1Z | %39 |Z] < 200  wede wanadeutiueniula (Satisfactory)

o
01 2.00<|Z |30 |Z']<3.00 weds wansnadeutulasds (Questionable)
o |Z| %50 |Z'| > 3.00 nueis wamsnageulueeusulile (Unsatisfactory)
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